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Abstract: [ Objective | To investigate the gene polymorphisms of CYP1A1#2C in Chinese Miao, Buyi nationalities.
[ Methods | Taqman-MGB probe was used in real-time RealTime -PCR to test the polymorphisms of CYP1A1*2C in Chinese
Miao ( 125 ), Buyi ( 122 ) people, and the significant difference between Miao and Buyi was checked by x* test. [ Results |
The distribution of wild homozygote ( genetic type 44 ), mutant heterozygote ( genetic type AG ), mutant homozygote ( genetic
type GG ) of CYPIA1*2C in Chinese Miao, Buyi populations were 65.6%, 28.0%, 6.4% and 68.9%, 25.4%, 5.7%, respectively.
The distribution of A and G allele frequency of CYPIAI*2C in Miao, Buyi populations were 79.6%, 20.4% and 81.6%, 18.4%,

[ Az )

respectively.

[ Conclusion | The distribution of genetic frequency and allele gene frequency of CYPIA41%2CC are without

statistically significance in difference between Miao, Buyi nationalities in Guizhou Province China.
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Table I CYP1A1#2C Taqman-MGB primer sequences and probe

519 K455t ( Primer & probe ) FEFF41 (5'— 3" )( Base sequence )

514 ( Primer ) F: 5-GGCAAGCGGAAGTGTATCG-3'
R : 5-CAGGATAGCCAGGAAGAGAAAGAC-3'
4+ ( Probe ) W: 5-VIC-TGAGACCATTGCCC-MGB-3'

M: 5-FAM-TGAGACCGTTGCCC-MGB-3'
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Figure 1 Typing in CYP1A1#2C loci real time quantification ( 46 samples )

23 AH % ARALRME
HI 2 2 T, o SN 0 L R RN A AR T CYP1A 1+ 2C
I Z M N A A7 (JER T A4/4 ), RAFIETF (LR
BAIG ), RASAE T (JER GIG ) 1 B I T A (i rh i AR
I3 65.6% . 28.0% . 6.4% % 68.9% . 25.4% . 5.7%; AFGTE
TR A FR BB R 2351 R 79.6% | 20.4% % 81.6% . 18.4% ,
W R 2 A 22 S CHE 258 X o X RGN AR () 3 DR 43 R 25 S
PEATGEIT Ay BT 20 . A B Ay 356 TR U 3 50 A1 4 45 Hardy-
Weinberg i@ 6t (FIR P = 0.12, AiRIEP = 0.09), Fl 2072
S BT Z RN s A oA, R BRFI# 2 25 5 0G0 240 X
(P=0.86),

®2 HESRME=ZBEERIHEE CYPIAT2C LR ERE R E
Table 2 Genotype and allele frequencies of CYP1A1#2C in Chinese Miao

and Buyi populations

[ LA SERRECCHRR) AR (%) R AE(%)
Nationality ~ Genotype Actual No.( Theoretical ) Frequency Gene Frequency
1% ( Miao ) A4 82(79.20) 65.6 A 79.6*
(#=125) AG 35(40.60) 280 G 204
GG 8(5.20) 6.4 — —
A% (Buyi ) 44 84(81.23) 68.9 A 81.6"
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GG 7(4.13) 5.7 — —
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